Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.057; wR factor = 0.174; data-to-parameter ratio = 15.5. Refinement R[F 2 > 2(F 2 )] = 0.057 wR(F 2 ) = 0.174 S = 1.06 6168 reflections 399 parameters 2 restraints H-atom parameters constrained Á max = 0.29 e Å À3 Á min = À0.24 e Å À3
In the title compound, C 37 H 40 N 4 O 2 , the xanthene and spirolactam rings are almost planar, with r.m.s. deviations from the mean planes of 0.223 (2) and 0.057 (2) Å , respectively, and form a dihedral angle of 85.76 (3) . The dihedral angle between the xanthene mean plane and the benzene ring is 87.16 (5) . One of the two ethyl groups of one of the diethylamino groups is disordered over two sets of sites [0.76 (1):0.24 (1)].
Related literature
For related structures and background to rhodamine dyes, see: Xu et al. (2010a,b) ; Zhang et al. (2008) ; Tian et al. (2008) ; Kwon et al. (2005) ; Wu et al. (2007) . = 69.12 (3) V = 1576.7 (7) Å 3 Z = 2 Mo K radiation = 0.08 mm À1 T = 293 K 0.26 Â 0.22 Â 0.20 mm
Data collection
Rigaku Saturn diffractometer Absorption correction: multi-scan (CrystalClear; Rigaku, 2008) T min = 0.981, T max = 0.985 17336 measured reflections 6168 independent reflections 4273 reflections with I > 2(I) R int = 0.033 Figures   Fig. 1 . The molecular structure of the title compound with the atom numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. Only the major part of the ethyl group attached to N4 has been drawn, for clarity. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR andgoodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0509 (9) 0.0464 (9) 0.0412 (9) −0.0225 (8) 0.0015 (7) −0.0091 (7) C8 0.0510 (9) 0.0420 (9) 0.0347 (8) −0.0213 (7) −0.0037 (7) −0.0017 (6) C9 0.0488 (9) 0.0409 (9) 0.0370 (8) −0.0185 (8) −0.0020 (7) −0.0066 (7) C10 0.0479 (9) 0.0425 (9) 0.0430 (9) −0.0172 (8) 0.0007 (7) −0.0059 (7) C11 0.0591 (11) 0.0514 (10) 0.0461 (10) −0.0249 (9) 0.0088 ( 0.0643 (11) 0.0449 (10) 0.0444 (9) −0.0184 (9) −0.0008 (8) −0.0044 (7) C15 0.0466 (9) 0.0437 (9) 0.0367 (8) −0.0194 (7) −0.0008 (7) −0.0042 (7) C16 0.0475 (9) 0.0474 ( (3) 
